Generating a mechanism-based taxonomy of Alzheimer’s
and Parkinson’s disease and validating in the course of a
prospective clinical trial

TRANSFER TO PHARMA INDUSTRY

New applications for knowledge mining, data analysis,
disease modelling and virtualization

Inflammatory response subgraph

e NeuroMMSiq: a collection of
candidate mechanisms
represented as computable
networks
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e Generating huge virtual patient cohorts
for research overcoming legal/ethical
barriers

e Building a platform for in silico testing
and validation of candidate mechanisms

e Virtualizing incomplete patient data and
generating missing data
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